. Notch Signal inhibitor Dll3 in E11.5 NPCs Suppresses Astrocytic Differentiation in Co-Culture Conditions E11.5 NPCs infected with retroviruses engineered to express GFP alone (A) or GFP together with Dll3 (B) were co-cultured with embryonic cortical neurons in the presence of LIF for 4 days. The cells were stained with antibodies against GFP (green) and GFAP (red), and with H33258 to identify nuclei (blue). Scale bar = 20 µm. Bisulfite sequencing of mouse S100β (A), aquaporin 4 (Aqp4, B) and clusterin (Clu, C) promoters in GFP-expressing (pMY) or GFP-and NFIA-expressing (pMY-NFIA) E11.5 NPCs.
CpG sites near the putative NFI-binding sequence(s) in each promoter are indicated as red boxes. PCR products amplified from bisulfite-treated genomic DNA were cloned into the T7Blue vector and sequenced. Methylation frequencies in PCR clones at the indicated CpG sites of each promoter are expressed as a percentage of the total number of clones sequenced (10 to 15 clones). Figure S10 . Notch Signaling Is Activated in the NFIA-Deficient Brain E11.5 forebrain sections of WT (upper panels) and NFIA-KO (lower panels) mice were stained with antibodies against activated Notch (AcNotch in left panels, red). Hoechst staining indicates nuclei (right panels, blue). LV, lateral ventricle. Scale bar = 50 µm.
